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1. NP_002941. 1
dol i chyl - di phosphool i gosacchari de--protein glycosyltransferase subunit 1 precursor [Honp sapiens]

Mass:

68527

Score:

275

Mat ches:

13(6)
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Sequences: 13(6)

enPAl: 0.38

1/8 R—T

[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que Peptide
M 232 455.2902 908.5658  908.4967 0.0691 0 31 0.43 1 U K. | DHI LDAL. -
296 530.3097 1058.6049 1058.5356 0.0693 0 38 0.1 1 U R QPDSG SSIR. S
M 306 535.8451 1069.6757 1069.5768 0.0990 0 38 0.089 1 u R TVDLSSHLAK. V
M 357 635.8557 1269.6968 1269.5877 0.1091 0 45 0. 019 1 U R. DVPAYSQDTFK. V
M 373 651.4337 1300.8528 1300.7350 0.1178 0 73 1.6e-05 1 U K. ALTSEI ALLQSR. L
M 380 656.3724 1310.7301 1310.6143 0.1159 0 65 0.00021 1 U R. SEDLLDYGPFR. D
M 400 716.8960 1431.7774 1431.6113 0.1661 0 66 0.00013 1 U K. GEDEEENNLEVR. E
M 401 718.4239 1434.8333 1434.6990 0.1343 0 38 0.09 1 u K. NI EI DSPYEI SR. A
Vi) 407 740.9539 1479.8932 1479.7722 0.1210 0 16 8.9 1 U K. TI LPAAAQDVYYR. D
M 435 552.0197 1653.0374 1652.8846 0.1528 0 54 0.00083 1 U K. VTAEWLAHLGGGSTSR. A
M 436 830.5263 1659.0380 1658.8879 0.1501 0 24 0.87 1 U R ATSFLLALEPELEAR L
M 445 582.0535 1743.1387 1742.9713 0.1674 1 64 3.5e-05 1 U K. VACI TEQULTLVNKR. |+ Car bami donet hyl (C)
M 469 670.7238 2009.1497 2008.9677 0.1820 0 23 1.6 1 u K. VHYENNSPFLTI TSMIR. V
Proteins matching the sane set of peptides:
CAG33023. 1 Mass: 68564 Score: 275 Mat ches: 13(6) Sequences: 13(6)
RPN1 [ Honp sapi ens]
BAD97315. 1 Mass: 68537 Score: 275 Mat ches: 13(6) Sequences: 13(6)
ri bophorin | variant, partial [Honp sapiens]
2. EAVB0914. 1 Mass: 51782 Score: 78 Mat ches: 3(2) Sequences: 3(2) enPAl: 0.15

fucosyl transferase 8 (al pha (1,6) fucosyltransferase),
[] Check to include this hit in error tolerant search

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Uni que
M 261 479.3286 956. 6426 956. 5542 0.0884 0 18 8.3 1 U
M 392 667.9322 1333.8498 1333.7129 0.1369 0 58 0.0006 1 U
M 398 710.4178 1418.8210 1418.7518 0.0693 0 43 0. 025 1 U
Proteins matching the same set of peptides:
BAF85102. 1 Mass: 66474 Score: 78 Mat ches: 3(2) Sequences: 3(2)
unnamed protein product [Honp sapiens]
NP_835368. 1 Mass: 66474 Score: 78 Mat ches: 3(2) Sequences: 3(2)
al pha- (1, 6)-fucosyl transferase isoforma [Homo sapi ens]
XP_016876625. 1 Mass: 70347 Score: 78 Matches: 3(2) Sequences: 3(2)

i soform CRA_d [ Honp sapi ens]

Pept i de

R VLEEQLVK. A

R VYLATDDPSLLK. E

R. | PEGPI DQGPAI GR. V
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al pha- (1, 6)-fucosyl transferase i soform X1 [ Hono sapi ens]

2/8 R—T

XP_016876629. 1 Mass: 62866 Score: 78 Mat ches: 3(2) Sequences:
al pha- (1, 6)-fucosyl transferase i soform X2 [ Honp sapi ens]
3. BAG36698. 1 Mass: 65980 Score: 63 Mat ches: 3(1) Sequences: 3(1) enPAl: 0.06
unnamed protein product [Honp sapiens]
[] Check to include this hit in error tolerant search
Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
M 305 533.3160 1064.6174 1064.5138 0.1036 0 19 8.9 1 U K. AQYEDI AXK. S
M 374 651.9040 1301.7934 1301.7078 0.0856 O 37 0.094 1 U R SLDLDSI | AEVK. A
406 738.4803 1474.9461 1474.7780 0.1681 0 55 0.001 1 U R FLEQQONQVLQTK. W
Proteins matching the sane set of peptides:
NP_006112. 3 Mass: 65999 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin, type Il cytoskeletal 1 [Honp sapiens]
AAA1947. 1 Mass: 66027 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin 1 [Hono sapi ens]
AFA52002. 1 Mass: 66013 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin 1 [Honp sapiens]
AFA52003. 1 Mass: 66029 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin 1 [Honmo sapi ens]
AFA52004. 1 Mass: 65930 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin 1 [Hono sapi ens]
AFA52005. 1 Mass: 66086 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin 1 [Honp sapiens]
AFA52007. 1 Mass: 66071 Score: 63 Mat ches: 3(1) Sequences: 3(1)
keratin 1 [Honmp sapi ens]
4. EAW66317. 1 Mass: 1934 Score: 13 Mat ches: 1(0) Sequences: 1(0)

hCG2039691, partial [Homp sapiens]

[] Check to include this hit in error tolerant search

Query Observed M (expt) M (calc) Delta M ss Score Expect Rank Unique Peptide

v} 156 422.2909 842.5672 842.3995 0.1677 1 13 30 1 U K. GNTTHRGT. -
Peptide matches not assigned to protein hits: (no details means no match)

Query Observed M (expt) M (cal c) Delta Mss Score Expect Rank Unique Peptide
231 455.2703 908. 5261 908. 4030 0.1230 0 19 7.9 1 LVCVACGR + Car bami donet hyl (Q)
154 421.7883  841.5620 841.5022 0.0599 O 19 6.6 1 G TLSVRP
M 454 897.9941 1793.9736 1793.9321 0. 0416 0 18 6.8 1 CLGHLFLSLGWYLR + Car bani donet hyl (C); Oxidation |
155 421.7939 841.5733  841.5022 0.0711 O 18 8.2 1 G TLSVRP
V]| 309 538.3752 1074.7359 1074.5855 0. 1503 1 17 8.2 1 MLALSEQKR
286 523.3197 1044.6248 1044.5564 0. 0684 0 17 12 1 LSSDGLQVAR
291 523.3411 1044.6676 1044.6179 0.0497 0 17 13 1 | LAl NSSSLK
274 513.3264 1024.6382 1024.6030 0. 0353 0 16 16 1 | G& GTVPVER
288 523.3288 1044.6430 1044.5564 0.0867 O 15 19 1 LSSDGLQVAR
M 283 523.3145 1044.6144 1044.6583 -0.0439 0 15 21 1 LLTTFLPI K
M 289 523.3294 1044.6442 1044.6583 -0.0141 0 15 21 1 LLTTFLPI K
M 115 412.7827 823.5508  823.4487 0.1021 1 15 13 1 VPRCPPR
V]| 176 428.7934 855. 5722 855. 5429 0.0292 0 14 21 1 LVLSSLPK
290 523.3371 1044.6597 1044.5273 0.1324 1 14 27 1 EMAKASAPQL
284 523.3147 1044.6148 1044.5199 0.0949 1 13 32 1 AEKDNAEI R
M 210 445.1384 888. 2623 888. 4553 -0.1930 0 13 21 1 GDDVAVSVK
119 413.2965 824.5784  824.4253 0.1531 0 13 16 1 HVQASQR
M 287 523.3262 1044.6379 1044.6179 0. 0200 0 12 40 1 I LAI NSSSLK
M 285 523.3170 1044.6195 1044.6583 -0.0388 0 12 42 1 LLTTFLPI K
211 445.1539  888.2933 888.3825 -0.0892 O 12 44 1 QETGDDPK
M 152 420.2000 838. 3854 838. 3677 0. 0177 0 12 29 1 MDAVMIR + Oxi dation (M
383 657.8621 1313.7097 1313.6146 0.0951 1 11 45 1 ERASDVDHWR
v 455 599.3000 1794.8782 1794.9740 -0.0959 0 11 41 1 VPEHI PPLNAPSVQAAR
218 446.1181  890.2216  890.4028 -0.1812 O 11 13 1 AQAACANSR
221 446.2888  890.5630  890.4134 0.1496 1 10 72 1 VEDKDAK
332 411.2099 1230.6078 1230.6179 -0.0101 0 10 71 1 TPQPAKPYACR
269 493.3316 984.6486  984.5063 0.1423 0 10 55 1 SVCPVDLPR
v 175 428.7908 855. 5670 855.5178 0. 0493 0 10 52 1 LSI | PASR
228 451.2916 900. 5687 900. 5029 0. 0658 1 10 79 1 LQElI DKR
402 481.3108 1440.9107 1440.7361 0.1746 1 10 3B 1 EYTSNVFLQGKR
M 292 523.3521 1044.6897 1044.5273 0.1624 1 9 63 1 EMAKASAPQL
103 409.2673 816.5201 816.3986 0.1215 O 9 74 1 MAVMPPR + Oxi dation (M
Vi) 220 446.2743 890. 5340 890. 4168 0.1172 0 9 94 1 TADLGSPCK
181 430. 3057 858. 5968 858. 4382 0. 1587 0 9 95 1 CGKPGNVK + Car bani donet hyl (C)
174 428.2897 854.5649  854.5086 0.0563 1 9 58 1 LRVGAPSR
M 241 462.2415 922. 4685 922. 4113 0. 0572 0 9 86 1 TCTCRPSR
315 599.3000 1196.5854 1196.5898 -0.0043 0 9 84 1 TNVEHLSGGQR
Vi) 244 465. 2809 928. 5473 928. 4290 0.1183 0 9 98 1 EYQAAYCK
180 429.2339 856. 4532 856.4767 -0.0234 0 8 1.1e+02 1 TPATQAI R
M 253 476.2839 950.5532 950.5185 0.0347 1 8 97 1 ASGNKTVFK
M 170 427.2744 852. 5342 852. 5657 -0.0315 1 8 67 1 LARPRLK
128 416.2563  830.4981  830.3923 0.1058 O 8 le+02 1 FPEGPER
M 157 423.2514 844.4882 844.3749 0.1134 0 8 1.3e+02 1 ESI CHEK
M 109 411.2159 820. 4173 820. 3749 0. 0424 0 8 76 1 CTANDLK + Car bam doret hyl (C)
M 467 664.4136 1990.2191 1990.0272 0.1919 1 8 27 1 VFLTGGDLPALDGARADFR
i) 97 409.1689 816. 3232 816.3661 -0.0429 1 8 le+02 1 CPRGN\DR
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DQUWGLAK

MGFTFAR + Oxidation (M

LVCLAI GGN + Car bani donet hyl (C)
EYH PCPYQAVPK + Car bami donet hy
MIVLGOPK + Oxi dation (M
KGACDMK + Car bami doret hyl (C)
MPLSCRK + Car bam doret hyl (C)
AAGPVSCR + Car bani donet hyl (C)
MGACDLI R + Car bani donet hyl (C);
ATVTKAPK

MAALKALVSGCGR + Car bani donet hyl
RDCGSGTR

ASSEQALW.LLPAR

TLGKSNSI K

CTCPVLKGR + Car bani doret hyl (C)
YTGOM YYADSVKGR

EAMIRAR + Oxi dation (M
EGHAKEAAAK

I LI GYSR

KSASFSVK

@SWAQ R

EAVPVPAVR

APRGLEVTM.R + Oxidation (M

EYH PCPYQAVPK + Car bami donet hy
CTKVGGSDK + Car bami donet hyl ( Q)

38 R—T

(9

Oxi dation (M

(9

(9

SRPYECGFDPMBPAR + Car bami donet hyl (C); Oxidation (

VDLATVPR

CGE RSCXK + Car bani domet hyl (C)
GSFLAACR + Car banmi donet hyl (C)
DGLLEPI DFNVWPK

VPDTLRK

NWILASKR

LIMKVHSDK

CAALTGPK + Car bani donet hyl (C)
MNSAAGHRK + Oxi dation (M
WETELQEGATK

HACAGAR + Car bami doret hyl (C)
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DGSEAGLI K

| ESSACVSK

CFMKGSK + Car bani donet hyl (C); Oxidation (M

GHWQPAGPK + Oxi dation (M
QPGAVGGPVK

ELSRSAGK

EG PVMR + Oxi dation (M
LSKDPNI VI AK

ALKMECR + Car bami donet hyl (C); Oxidation (M

GTGTVQKGWPHK
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ENAEQSR

KYMNAVR
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MAAALSGLAVR

TORAEER

CCTPQLTR + 2 Car bani donmet hyl (C)
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| DVEKNR

LSCAASGFTFDDYTMOAWR + Oxi dati on
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ECEMLSK + Oxidation (M
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LEI QAAHK
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Oxidation (M

VAAI SLMFSTGSLI GPR + Oxi dation (M
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LKSSMWDK + Oxi dation (M
EASKSVLDR
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Variabl e nodifications :
Mass val ues :
Protein Mass :
Peptide Mass Tol erance :
Fragment Mass Tol erance:
Max M ssed O eavages

I nstrunent type

Nurmber of queries

Car bam donet hyl (C), Oidation (M
Monoi sot opi ¢

Unrestricted

+ 0.2 Da

+ 0.2 Da

1

Def aul t
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